The title compound, C 6 H 5 Cl 2 NO, has a single planar molecule in the asymmetric unit with the non-H atoms possessing a mean deviation from planarity of 0.020 Å . In the crystal, O-HÁ Á ÁN hydrogen bonds lead to the formation of infinite chains along [101] which are further linked by N-HÁ Á ÁO hydrogen bonds, forming (010) sheets. 
Related literature
For the crystal structure of the parent p-aminophenol, see: Brown (1951) . For other related structures, see: Ermer & Eling (1994) Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2014 ); cell refinement: SAINT (Bruker, 2014) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015) and OLEX2.refine (Bourhis et al., 2015) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: OLEX2 and publCIF (Westrip, 2010) .
S1. Comment
The hydrogen bonding networks of aminophenols have been explored as hydroxy and amino groups are complementary hydrogen bonding donors and acceptors. This is exemplified in p-aminophenol, which exhibits a supertetrahedral hydrogen bonded architecture where all hydrogen bonding donors and acceptors are saturated (Brown, 1951; Ermer et al., 1994) . The mono-substitution in 4-amino-2-methylphenol and 4-amino-3-methylphenol yields a square motif structure that again exhibits saturation among hydrogen bonding donors and acceptors (Dey et al., 2005) . The more sterically encumbered substitution of 4-amino-2,6-diphenylphenol prevents the saturation in hydrogen bonding, with only O-H···N and N-H···aryl interactions observed (Bacchi et al., 2009) . The 2,6-dichloro substitution of the title compound also prevents saturation in its hydrogen bonding network. 
S2. Experimental
A commercial sample (Aldrich) was used for the crystallization. Crystals suitable for single crystal X-ray analysis were grown by slow evaporation of a methanol solution.
S3. Refinement
All non-hydrogen atoms were refined anisotropically (Olex2) by full matrix least squares on F Special details Experimental. Absorption correction: SADABS-2014/4 (Bruker, 2014) was used for absorption correction. wR2(int) was 0.1370 before and 0.0641 after correction. The Ratio of minimum to maximum transmission is 0.5642. The λ/2 correction factor is 0.00150. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

